

DNLYDITN
ADKKTNVG
GSEIYYNM
DNRLHQID
GSENTIFVR
GDETKTVE
GNGTILVK
GNVTIIVE
GNADITVK
GDATTLVE
GNQTNTVN
GNLSWKVA
GTVDWDVG
GDWTEKM
ASMSSISS
GQYTIDG
SRIDIG

T4 phage
Gp5 region
(17 TURNS)


GEQVLSIE
GSLHVKT
GKVWVNEA
GTEIHVKA
GQKVVIEA
GSEITVKA
GGSFVKVD
PAGVHLSG
ALVNLNSG
GSAGSGSGF
GGAMPALP
GGLEPAVA

Vc VgrG-1
Gp5 region
(12 TURNS)

Predicted -Helix turns of VgrGs 


LDCSSEIG
GSLQQKI
GSKAIYDA
GTEVHLKA
GNKLVLEA
GNELTIKA
GGSFIKVD
AGGVHVVG
SAINLNSG
GSAGSGSGY
GGKMAELP
QGVDKAKT

Vc VgrG-2
Gp5 region

(12 TURNS)


LDSSHEVG
ASLQHKV
GQRIAVEA
GKEISLKS
GAKIVVEA
GAELTLKA
GGSFVKVD
AGGVHLVG
PAINLNAG
GSAGSGSAY
GGQLAAAP
RMLAQAKP

Vc VgrG-3
Gp5 region

(12 TURNS)


